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GFP Knockout HEK293T Cells (L00022).
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SCYL1 Knockout HEK293T RIPA Lysate) HEK293 T 55 40 il (I Trizol 24 i# (L 16534 SCYL1 Knockout HEK293T Trizol Lysate)
S, HARTEE 35 2 R 3 A VA BRCE A it DX T e o A P

SCYL1EE M EEAE BT

Species Gene Symbol Gene ID GenBank Accession Transcript
Human SCYLI1 57410 BC009967 NM_020680
About the gene

Official Symbol SCYL1
Previous Symbol NTKL
Official Full Name | SCY1 like pseudokinase 1

Synonyms HTO019; P105; GKLP; NKTL; TAPK; TRAP; TEIF; MGC78454
Location 11q13.1

Gene Type protein-coding gene

Uniprot ID QI96KGY

Pathway/Library Kinases Library

This gene encodes a transcriptional regulator belonging to the SCY 1-like family of kinase-like proteins.
The protein has a divergent N-terminal kinase domain that is thought to be catalytically inactive, and can
bind specific DNA sequences through its C-terminal domain. It activates transcription of the telomerase
reverse transcriptase and DNA polymerase beta genes. The protein has been localized to the nucleus, and
also to the cytoplasm and centrosomes during mitosis. Multiple transcript variants encoding different
isoforms have been found for this gene.
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W 7 K75 5 -8 R (100X) (C0222). [FAIE, In N9 FE 1 pg/mlffiPuromycin (ST551) . A& 441895 75 IVHEK 293 T
IR BAAR(S BiE S %293T (AR B 4H) (C6008):  https://www.beyotime.com/product/C6008.htm .
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a. X TZ M, v LLU#EIET7 Endonuclease I (T7TEDZHAT %55E, HIFEIAMAEERIZHDNA, #EsgRNAJT HI BT 5147)
HEATPCRY 18, SR J5 HEATTTEIRG VI AT LK o0 M7, EARIE S35 38 25 K11 5 [ 41 G 5 53 7 46 771 51(D0508) BT 7 Endonuclease
I (CRISPRAE 2[RI SR 4 58 i) (D7080); ] LIS H MR M HTAR TR . 35 BT CRISPRE: PR B il 2 A3
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 152/
0222 H R R - TR R IR W(100X) 100ml
D0508S/M 2 PR 2 g A SR A A ) 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%%3 [X] 545 %5 5 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%5 %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (W#4 %5 3) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride ("M 2 2%) 250mg
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